We present evidence here that alfalfa (Medicago sativa L.) can be a natural host species for a new strain of Cycas necrotic stunt virus (CNSV), for which the name CNSV-A (alfalfa) is proposed. Prior to this report, the virus has not been identified in alfalfa.
identity with the CP of CNSV (accession number NP620620), and the predicted RdRP region was 94.1% identical to the RdRP of the CNSV (accession number NP620619). Based on these observations, the virus represents a new strain of CNSV that is adapted to alfalfa, for which we propose the name CNSV-A (alfalfa). Phylogenetic analyses based on the predicted RdRP and CP sequences of CNSV-A and other nepoviruses grouped the alfalfa strain together with CNSV isolated from other species, indicating their origin from the same ancestral virus ( Fig. 1 ). Further research is required to confirm the in silico identification of the virus and to determine its symptomatology, geographic distribution, and economic importance to the alfalfa industry.
Data availability. Raw data associated with this announcement were retrieved from the publicly available NCBI BioProject number PRJNA487676, accession number SRR7751381. Nucleotide sequence data of the CNSV-A strain reported here were deposited to the Third Party Annotation section of the DDBJ/ENA/GenBank databases under the TPA accession numbers BK010916 and BK010917.
